Score = 8866 bits (4611 >, Expect =0.0 
Identities = 4984/5076 (98%), Gaps = 42/5076 (0%) 
Etrand=Plus/Plus 



GCATGCAAGCTGGAAGGAAACTTGCCGCAGCCAGGAAAACGGTGCAGTGCAAGAGAGGGA 

MM IMIIMI IMIMMII MIIIIIM I MIMMMMMI MM |||||| 

GCATGCAAGCTGGAAGGAAACTTGCCGCAGCC-GGAAAACGGTGCAGTGCAAGAGAGGGA 



JggggcggcggtI4^ 

tggattgccgtttgacaggtgagaagtattttgccagcagcaagatacttcttatataat 
IIMMIMIIIIMIiniMIIIIIMIiMllllllllllllllllllllllllll 

TGGATTGCCGTTTGACAGGTGAGAAGTATTTTGCCAGCAGCAAGATACTTCTTATATAA r . 
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GAATAATAATTTATTTAAACCGTCCTCTGAATGGGGC1GAGCAGGAGTTTTTGAATGGAAT 

I lllllll lilllll lllilMIMIIillllllll Mlllll IIMIHIIII II 
— - — -iGcbAr 



GAATAATAATTTATTTAAACCGTCCTCTGAATGGGG< 



LAGCAGGAGTTTTTGAATGGAAT 



TTGTTTACGACGTGGCAGAATCGGCAGTCAGCCCTGCGGTGATTAAAGTAATCGGCTTGG 

IIIIMIIIIIIMIIIIIIMIIIIIIIIIIIMimillimilllllllMMM 

TTGTTTACGACGTGGCAGAATCGGCAGTCAGCCCTGCGGTGATTAAAGTAATCGGCTTGG 
GCGGCGGCGGTTGCAATGCATCCAATAACATGGTTGCCAACAATGTGCGCGGTGTGGAGT 

IIIIIIIIMIIIIMIMI IIIIIIIIIIII lllllll lllllll MM ihll 

GCGGCGGCGGTTGCAATGCAATCAATAACATGGTTGCCAACAATGTGCGCGGTGTGGAGT 
TTATCAGTGCCAATACGGATGCGCAGTCTCTGGCAAAAAACCATGCGGCGAAGAGAATCC 

1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1! U M I M 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 

TTATCAGTGCCAATACGGATGCGCAGTCTCTGGCAAAAAACCATGCGGCGAAGAGAATCC 
AGTTGGGTACGAATCTGACACGCGGTTTGGGCGCGGGCGCC;AATCCCGATATCGGCCGTG 

MM MMMIMMMIMMMIIMMMMMIMMMIMM Ml Mill 

AGTTGGGTACGAATCTGACACGCGGTTTGGGCGCGGGCGCGAATCCCGATATCGGCCGTG 
CGGCAGCCCAGGAAGACCGGGAAGCCATTGAAGAAGCCATTCGCGGTGCGAATATGCTGT 

1 1 1 1 1 1 1 1 1 1 M 1 1 1 ! 1 1 1 1 1 1 1 ( 1 1 1 : 1 1 1 ! I i i 1 1 1 1 1 1 : 1 i I i Mil 

CGGCAGCCCAGGAAGACCGGGAAGCCATTGAAGAAGCCATTCGCGGTGCGAATATGCTGT 
TTATCACGACCGGTATGGGCGGCGGTACCGGTACCGGTTCCGCGCCGGTTGTTGCTGAGA 

Mill MMIIMIIIIMI MMIIIIIIMMIMI lllllll IIIIMMIII I 

TTATCACGACCGGTATGGGCGGCGGTACCGGTACCGGTTCCGCGCCGGTTGTTGCTGAGA 
TTGCCAAGTCTTTGGGCATTCTGACCGTTGCCGTGGTTACCCGACCGTTCGCATATGAAG 

MMMM MIIIIMM IM I ;i I MIMIIIIIIIIIIIIIIII I 

TTGCCAAGTCTTTGGGCATTCTGACCGTTGCCGTGGTTACCCGACCGTTCGCATATGAAG 
GTAAGCGCGTCCATGTCGCACAGGCAGGGTTGGAACAGTTGAAAGAACACGTCGATTCGC 

IIMIMI IIIIIIIIIMIMIIIIIIIIMMMIII! UMI'MIIMM I! 

GTAAGCGCGTCCATGTCGCACAGGCAGGGTTGGAACAGTTGAAAGAACACGTCGATTCGC 
TGATTATCATCCCGAACGACAAACTGATGACTGCATTGGGTGAAGACGTAACGATGCGCG 

Illlllll MMIMMMMMIIIIIIIIMIIIMM Mlllllllll III M 

TGATTATCATCCCGAACGACAAAL I G l T_ ^TTGGGTGAAGACGTAACGATGCGCG 
AAGCC1TCCGTGCCGCCGACAATGTATTGCGCGATGCGGTCGCAGGCATTTCCGAAGTGG 

IMIIMM IIIMIIMIIIIIIIIIIIIIIII IMIMI IIIIMM Mill 

AAGCCTTCCGTGCCGCCGACAATC-T TT 3C - 1 r,CG3TCGCAGGCATTTCCGAAGTGG 
TAACTTGCCCGAGCGAAATCATCAACCTCGACTTTGCCGACGTGAAAACCGTGATGAGCA 

MMIIMMII IMIIMIM IIMIIIMMMIMinHIIIIIIIIII 

TAACTTGCCCGAGCGAAATCATCAACCTCGACTTTGCCGACGTGAAAACCGTGATGAGCA 
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ACCGCGGTATCGCTATGATGGGTTCGGGTTATGCCCAAGGTATCGACCGTGCGCGTATGG 

iiimiiiiiiMMiiiimiiiiiniiiiiiiiiiMmiiiiiiiimmi 

ACCGCGGTATCGCTATGATGGGTTCGGGTTATGCCCAAGGTATCGACCGTGCGCGTATGG 
CGACCGACCAGGCCATTTCCAGTCCGCTGCTGGACGATGTAACCTTGGACGGAGCGCGCG 

M IMIIIIIIII MINN IMIIIIimillNMIir IIIIM1IIII Mill 

CGACCGACCAGGCCATTTCCAGTCCGCTGCTGGACGATGTAACCTTGGACGGAGCGCGCG 
GTGTGCTGGTCAATATTACGACTGCTCCGGGTTGCTTGAAAATGTCCGAGTTGTCCGAAG 

millllllllllllllll M IIMIMMMII lllllll MM lllllll llllll 

GTGTGCTGGTCAATATTACGACTGCTCCGGGTTGCTTGAAAATGTCCGAGTTGTCCGAAG 
TCATGAAAATCGTCAACCAAAGCGCGCATCCCGATTTGGAATGCAAATTCGGTGCTGCTG 

mmiiim imiiiiiimim 1 . miii m iiimii mm 

TCATGAAAATCGTCAACCAAAGCGCGCATCCCGATTTGGAATGCAAATTCGGTGCGGCTG 
AAGACGAGACCATGAGCGAAGATGC CATCCGGATTACCATTATCGCTACCGGTCTGAAAG 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II I M I II II M 1 1 1 1 11 1 M 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 

AAGACGAGACCATGAGCGAAGATGCCATCCGGATTACCATTATCGCTACCGGTCTGAAAG 
AAAAAGGCGCGGTCGATTTTGTTCCGGCAAGGGAGGTAGAAGCGGTTGCCCCGTCCAAAC 

1 1 1 1 1 1 H E 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 M j 1 1 1 1 1 H 1 1 1 1 F [ 1 1 IMMMMI 

AAAAAGGCGCGGTCGATTTTGTTCCGGCAAGGGAGGTAGAAGCGGTTGCTCCGTCCAAAC 
AGGAGCAAAGCCACAATGTCGAAGGTA-GATCCGCACCAATCGCGGTATCCGCACGATGA 

I M 1 1 1 1 i 1 1 1 II I ! 1 1 1 1 1 1 1 M M I M I II II II I II II I II II II M II II II I 

AGGAGCAAAGCCACAATGTCGAAGGTATGATCCGCACCAATCGCGGTATCCGCACGATGA 
ACC TTACCGCTGCGGATTTCGACAATCAGTCCGTACTTGACGAC - TTGAAATCCCTGCGA 

I IMMMMI IMIIIMIIIEIMIMIIIIIIIIIIM 1 1 1 II 1 1 1 1 1 1 1 1 II 

ACCTTACCGCTGCGGATTTCGACAATC/iGTCCGT'ACTTGACGACTTTGAAATCCCTGCGA 
TTTTGCGTCGTCAACACA7tTTCAG¥VCAAATAATGTGCTGTTTGCCCGTAAACCTGCTGCC 

II llllllllll IIIIIIM. I;: M: MIIIIIIIMMIMMMII 

TTTTGCGTCGTCAACACAATTCAGrCAAATAATGTGCTGTTTGCCCGTAAACCTGCTGCC 
TCCCGAATCGGTTTGTCCGGTTTGGGAGGTATGTTTTTCAAGATGTTGCAATTTCGTACG 

IIMIIIIMIII IIIIIIM ' 1 Mill MIMIIIIII Mill 

TCCCGAATCGGTTTGTCCGGTTTGGGAGGTATGTTTTTCAAGATGTTGCAATTTCGTACG 
GTTTGCGGTCGGCGGATTCAGATTTTTCCACTTGATACAGACTTTCAGATATGGACACTT 

miiiiiimmimiiiniimiiiiii iiiiiiiMiiiiiiiii! 

GTTTGCGGTCGGCGGATTCAGATTTTTCCACTTGATACAGACTTTCAGATATGGACACTT 
CAAAACAAACACTGTTGGACGGGATTTTTAAGC TG AAGGC AAACGGTACGACGGTGC GTA 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiniiiMiiiiiiiMiiiiiiiiiii 

CAAAACAAACACTGTTGGACGGGATTTTTAAGCTGAAGGCAAACGGTACGACGGTGCGTA 

CCGAGTTGATGGCGGGTTTGACAACTTTTTTGACGATGTGCTACATCGTTAATCGTCAAC 
I I I I I I ] I I I I I I I I I I I I I I II I M II I I I I I I I I I I I I I I I M M I I I I I I I I I I I I 
CCGAGTTGATGGCGGGTTTGACAACTTTTTTGACGATGTGCTACATCGTT-ATCGTCAAC 

CCTCTGATTTTGGGCGAGACCGGCATGGATATGGGGGCGGTATTCGTCGCTACCTGTATC 

llll IIIIIMIIIIIIIMHIIMMI lllllll Ml Mill IMMMMI 



!GGC AACTATC CGATTGCACTCGC 
I I I I I II I I I I I I I I I I I I I I I I I I I I I 1 ! I I I I I 1 I II I I I I M I I I I I I I I I I I I 
GCGTCTGCC-ATCGGCTGTTTTGTTATGGGTTTTGTCGGCAACTATCCGATTGCACTCGC 

ACCGGGGATGGGGCTGAATGCCTATTTCACCTTTGCCGTCGTTAAGGGTATGGGC-TGCC 

IMIIIIIM1IIIIMIMM;- ■ Mllllillllllllll II,. 

ACCGGGGATGGGGCTGAATGCCTATTTCACCTTTGCCGTCGTTAAGGGTATGGGCGTGCC 



TTTTAAAGTCAGGGAAATGCT-GTCAACGCACTCCCTATGGGTTTGAAAATGTCGATTGC 

IIIIMIIIIIIIIM II MM IIIIIMIIII lllllll 

TTTTAAAGTCAGGGAAATGCTGGTCAACGCACTGCCTATGGGTTTGAAAATGTCGATTGC 
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TGCCGGTATCGGTTTGTTTTTGGCACTGATTTCCCTGAAAGGCGCAGGCCATTATCGTTG 2 041 

MMMMMMMIMM I!" ' MMMIMI MINIMI 

TGCCGGTATCGGTTTGTTTTTGGCACTGATTTCCCTGAAAGGCGCAGG-CATTATCGTTG 43 8 9 6 ( 

CCAATCCGGCAACCTTGGTCGGTTTGGGCGATATTCATCAGCCGTCCGCGTTGTTGGCAC 2101 

M 1 1 1 1 1 1 1 1 E 1 1 f 1 1 1 E i I M I L 1 1 1 M F IE I IE 1 1 1 F 1 1 1 1 1 1 1 1 1 1 1 ] 1 1 1 1 1 1 M 

CCAATCCGGCAACCTTGGTCGGTTTGGGCGATATTCATCAGCCGTCCGCGTTGTTGGCAT 4 3 9 0 2 ( 

TGTTCGGTTTTGCTATGGTGGTCGTATTGGGACATTTCCGCGTTCAAGGCGCAA-CATCA 2160 

1 1 E 1 1 1 1 r 1 1 1 1 1 1 1 1 1 J 1 1 1 1 M 1 1 S 1 1 J 1 1 1 1 M I S 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 i r 1 1 1 

TGTTCGGTTTTGCTATGGTGGTCGTATTGGGACATTTCCGCGTTCAAGGCGCAATCATCA 439081 

TCACCATCTTGACCATTACCGTCATTGCCAGCCTGATGGGTTTGAATGAATTTCACGGCA 2220 

MMMMMMIMMIMM IMIIMMMM lllllll IMIIMMM IMIM 

TCACCATCTTGACCATTACCGTCATTGCCAGCCTGATGGGTTTGAATGAATTTCACGGCA 4 3 9 1 4 1 

TCATCGGCGAAGTACCGAGCATTGCGCCGACTTTTATGCAGATGGATTTTGAAGGCCTGT 2280 

I IIMMMMMIIMM M ; 'MMIMMMMIIMMMIMM 



TTACCGTCAGC-TGGTCA--GTGATTTTCGTCT' 

I lllllll [Mill IIIIIIMIIIIIIIIIIIIIjllllllllllllllllll 



NNHI 






jm 







GCCTGAAACGCGCACTGCTTGCAGACTCTACCGCCATTATGGCAGGTGCGGCTTTGGGTA 

MMIIIIIMM MMIIMM MMMMMIMI II 1 1 1 1 1! 1 1 1 1 1 1 1 1 1 1 1 M 

GCCTGAAACGCGCACTGCTTGCAGACTCTACCGCCATTGTGGCAGGTGCGGCTTTGGGTA 
CTTCTTCCACCACGCCTTATGTGGAAAGCGCGGCGGGCGTATCGGCAGGCGGACGGACCG 

IMMIMI lllllll IMMM :!IMMMMMM Illlllll 

CTTCTTCCACCACGCCTTATGTGGAAAGCGCGGCGGGCGTATCGGCAGGCGGACGGACCG 
GCCTGACGGCGGTTACCGTCGGCGTATTGATGCTCGCCTGCCTGATGTTTTCACCTTTGG 

IIIIMMMIIIIII Mill MMMMMMMIIIMM IMIIIII IIMMI I 

GCCTGACGGCGGTTACCGTCGGCGTATTGATGCTCGCCTGCCTGATGTTTTCACCTTTGG 
CGAAAAGTGTTCCCGCTTTTGGCACCGCGCCCGCCCTGCTTTATGTCGGCACGCAGATGC 

IMM Illllllllllll M IMMM . MM MM II II I M 1 1 1 1 1 1 1 1 Ml 

CGAAAAGTGTTCCCGCTTTTGCCACCGCGCCCGCCCTGCTTTATGTCGGCACGCAGATGC 
TCCGCAGTGCGAGGGATATTGATTGGGACGATATGACGGAAGCCGCACCCGCATTCCTGA 

II MMIMIMI MMIMIMI IIMMI MMMMMIMI I II MIIMI 

TCCGCAGTGCGAGGGATATTGATTGGGACGATATGACGGAAGCCGCACCTGCGTTCCTGA 
CCATTGTCTTCATGCCGTTTACCTATTCGATTGCAGACGGCATCGCCTTCGGCTTCATCA 

lllllll IMMMMMM IIMIIIIillllllMllllli Illllllllllll 

CCATTGTTTTCATGCCGTTTACTTATTCGATTGCAGACGGCATCGCTTTCGGCTTCATCA 
GCTATGCCGTGGTTAAACTTTTATGCCGCCGCACCAAAGACGTTCCGCCTATGGAATGGG 

I MIMIMMIMM IMMMMi iMMMMIMM IIIMIMM 1 1 1 1 

GTTATGCCGTGGTTAAACTTTTATGCCGCCGCACCAAAGACGTTCCGCCTATGGTATGGA 

TTGTTGCCGTATTGTGGGCACTGAAATTCTGGTATTTGGGCTGATTGATTCGATATTAAA 
IIIIIIIIIIIIIIIIMIIIIIIIIIilllllllllllllllllllllMIIIIIMII 
TTGTTGCCGTATTGTGGGCACTGAAATTCTGGTATTTGGGCTGATTGATTCGATATTAAA 



Nil 
AAlfacC 



AATTATATAAAAATCAAATACATAATAAAATACATCGGATTGCTTAAAAATAATACATTG 

II MMMMMMMMMMMMMMMMMMMMMMMM IMIMM 

AATTATATAAAAATCAAATACATAATAAAATACATCGGATTGCTTAAAAATAATACATTG 
TTTTTTATGTATAAAATATTTTATAAGTTTTCAGGATTTGGATTATTGAAAATTTTTCTT 

Illlllll IMIMIIIIIM. 1 : I llllll III lllllll 

-TTTTTATGTATAAAATATTTTATAAGTTTTCAGGATTTTGATTATCAAAAATTTTTCTT 



2337 

439266 

2397 

439326 

2457 

439386 

2517 

439446 

2577 

439506 

2637 

439566 

2697 

439626 

2757 

439686 

2817 

439746 

2877 

439806 

2936 

439866 

2996 

439926 

3056 

439985 



Query 3057 GATTTCCTGACAATTTTATTGAAACAAATAATTCAAAATTAATCTAGTTTAATCATAGAA 3116 

^. Mill lllllll IIIIIMIiMMIIIIIIIIIIIIMI IIIIIIM1II II !M 

Sbjct 439986 GATTTCCTGACAATTTTATTGAAACAAATAATTCAAAATTAATCTAGTTTAATCATGGAA 440045 

Query 3117 TTAAAATAAAATATTAAAATTATGTAATGAGTCTCCTTAAAAATGTTTGACATTTTCAGT 3176 

IIIIIIIIIIMIMIIIIIIIIIIIIIMMIMEIIIIIIIIIimillllllllll 

Sbjct 440046 TTAAAATAAAATATTAAAATTATGTAATGAGTCTCCTTAAAAATGTTTGACATTTTCAGT 440105 

Query 3177 CTTGTGTTTTAGATTATCGAAAAATAAAACTACATAACACTACAAAGGAATATTACTATG 3236 

MM MMIIIIIIlllll lllllll II >IIH I!l lllllll III MM II 

Sbjct 440106 CTTGTGTTTTAGATTATCGAAAAATAAAJ\CTAC\^TAACACTACAAAGGAACATTACTATG 440165 

Query 3237 AAACCAATTCAGATGTTTTCCCCTTTTCTGAATAATCCCCTTGTTTTCTTCTTGTCTGCG 32 96 

Sbjct 440166 AAACCAATTCAGATGTTTTC 440225 

Query 3297 GTTTTGCCGCATAATTCCGAACGGTCTGCTGTTTTTCTTTGATTCGTTTTAAATATCAAT 33 56 

lllllll MMMMIIIIII IIMMMIMMMIIII IMIIII llllllllll 

Sbjct 440226 GTTTTGCCGCATAATTCCGAACGGTCTGCTGTTTTTCTTTGATTCGTTTTAAATATCAAT 440285 

r — v P*-£6t^ 

Query 33 57 AAGATAATTTTTCCCATATATTTTlkATGATTGGATTGGGATGCCCGACGCGTCGGATGG 3416 

MMMMMM MMMMMM MIMIIMIIMM IIIMIIMII Mill II 

Sbjct 440286 AAGATAATTTTTCCCATATATTTTTftATGATTGGATTGGGATGCCCGACGCGTCGGATGG 440345 

Query 3417 CTGTGTTTTGCCGTCCGAATGTGATGGAAGCCTGTCCATACTGAAAAAAAGTCTATAAAG 3476 

Ml M M M I ! 1 1 i II M 1 i MjMMillllMlli.il 

Sbjct 440346 CTGTGTTTTGCCGTCCGAATGTGATGGAAGCCTGTCCATACTGAAAAAAAGTCTATAAAG 440405 

Query 3477 GAGAAATATGATGAGTCAACACTCTGCCGGAGCACGTTTCCGCCAAGCCGTGAAAGAATC 3536 

MIIMIIMIIIIIMMMIIIII MIMIMI lllllll IMMMIII II 

Sb]Ct 440406 GAGAAATATGATGAGTCAACACTCTGCCGGAGCACGTTTCCGCCAAGCCGTGAAAGAATC 440465 

Query 3537 GAATCCGCTTGCCGTCGCCGGTTGCGTCAATGCTTATTTTGCACGATTGGCCACCCAAAG 3596 

MMMIII lllllll IIMIIMMMilll IMMIMMMM MIIMM 

Sbjct 440466 GAATCCGCTTGCCGTCGCCGGTTGCGTCAATGCTTATTTTGCACGATTGGCCACCCAAAG 440525 

Query 3597 ^^^^^'^'^^^'^^^^^^^ ^'^^^^^^^'^'^^'"1' ^^^^^^^^^^^ ^^^^^^^^^T" T "T' < ^ 'T i 'T V< l' ^^^^^^^'T'^I^'T'^'T'^^T ^ 

Sbjct 440526 CGGTTTCAAAGC CATCTATCTGTC CGGCGGCGGCGTGGC AGCCTGTTCTTGCGGTATCCC 440585 

Query 3 657 TGATTTGGGCATTACCACAATGGAAGATGTGCTGATCGACGCACGACGCATTACGGACAA 3716 

1 1 1 1 1 1 M ! 1 1 1 1 1 1 M 1 1 M 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 ^ L ! M 1 1 1 1 ! L 1 1 1 

Sb]Ct 440586 TGATTTGGGCATTACCACAATGGAAGATGTGCTGATCGACGCACGACGCATTACGGACAA 440645 

Query 3717 CGTGGATNCGCCTCTGCTGGTGGACATCGATGTGGGTTGGGGCGGTGCATTCAATATTGC 3776 

MM I MIIIIMM MMIIIIMMMMMMMMMIIMM I 

Sbjct 440646 CGTGGATACGCCTCTGCTGGTGGACATCGATGTGGGTTGGGGCGGTGCATTCAATATTGC 4407 05 

Query 3777 CCGTACCATTCGCAACTTTGAACGCGCCGGTGTTGCAGCGGTTCACATCGAAGATCAGGT 3836 

MM MllilMMMM MIIMM MIIIIMM lllllll MMMIIMI M 

Sbjct 440706 CCGTACCATTCGCAACTTTGAACGCGCCGGTGTTGCAGCGGTTCACATCGAAGATCAGGT 440765 

4-r 

Query 3837 ilGCGCAAAAACGCTGCGGTCACCGTCCGAACAAAGCCATTGTTATCTNAAGATGNAATGG 3896 

ill 1 1 ! 1 1 1 M 1 1 1 1 1 1 1 1 IMMMIII II MM MM Hill Mill Mill 

Sbjct 440766 jfccGCAAAAACGCTGCGGCCACCGTCCGA^CAAAGCCATTG-TATCTAAAGATGAAATGG 440824 

Query 3 897 TCGACCGTATCAAAGCTGCCGTAGATGCGCGCGTTGNTGNGAACTTCGTGATTATGGCGC 3 956 

Milium ii i mum iii mi 1 1 ii in I n iiiiiinimiiiiim 

Sbjct 440825 TCGACCGTATCAAAGCTGCCGTAGATGCGCGCGTTGATGAGAACTTCGTGATTATGGCGC 440884 

Query 3 957 GTACCGATGCGCTGGCGGTAGAAGGTTTGGATGCCGCTATCGAACGCGCCCAAGCTTGTG 4016 

II MM lllllll IIIIIIMMIMIIMMIIII IMMM MIIIIMM I 

Sbjct 440885 GTACCGATGCGCTGGCGGTAGAAGGTTTGGATGCCGCTATCGAACGCGCCCAAGCTTGTG 440944 

Query 4017 TCGAAAGCCGGTGCGGACATGATTTTCCCTGAAGCCATGACCGATTTGAACATGTACCGC 4076 

ill I MMMMMIMM IMIMIMIMIMM lllllll MMMMMM 

Sbjct 440945 TCG-AAGCCGGTGCGGACATGATTTTCCCTGAAGCCATGACCGATTTGAACATGTACCGC 441003 

Query 4077 CAATTTGCAGATGCGGTGAAAGTG--CGTGTTGGCGAACATTACCGAGTTTGGTTCCACT 4134 

IIIIIIIIIMIIIIIIIIIllll MMIM IMMIMMMM MIIMM 

Sbjct 441004 CAATTTGCAGATGCGGTGAAAGTGCCCC-TGTTGGCGAACATTACCGAGTTTGGTTCCACT 441063 
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CCGCTTTATACCCAAAGCGAGCTGGCTGAAAACGGCGTGTCGCTGGTGCTGTATCCGCTG 4194 

IMMIII lllllll IIMMIMM MIMIIMM MMIM MMIIIMIIM 

CCGCTTTATACCCAAAGCGAGCTGGCTGAAAACGGCGTGTCGCTGGTGCTGTATCCGCTG 44 1 123 

TCATCGTTCCGTGCAGCAAGCAAAGCCGCTCTGAATGTTTACGAAGCGATTATGCGCGAT 4254 

TCATCGTTCCGTGCAGC 441183 

GGCACTCAGGCGGCGGTGGTGGACAGTATGCAAACCCGTGCCGAGCTGTACGAGCATCTG 4314 

iiiMiiiiiiiiMiiiiijiniiiiiimiiMiimiiiiMMiiiiiiiiii 

GGCACTCAGGCGGCGGTGGTGGACAGTATGCAAACCCGTGCCGAGCTGTACGAGCATCTG 441243 
AACTATCATGCCTTCGAGCAAAAACTGGATAAATTGTTTCAAAAATGATTTACCGCTTTC 4374 

liiiiiiiiiiitiiiMtmiiiiiiiimiiMiimiiiimimiiiiiii 

AACTATCATGCCTTCGAGCAAAAACTGGATAAATTGTTTCAAAAATGATTTACCGCTTTC 441303 
AGACGGTCTTFCAAC AAATCCGCATCGGTCGTCTGAAAACCCGAAACCCATAAAAACACA 4434 

mi i 1 1 1 n 1 1 1 1 1 1 1 i m 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 1 n 1 1 1 1 m 1 1 

AGACTGCCTTTCAACAAATCCGCATCGGTCGTCTGAAAACCCGAAACCCATAAAAACACA 4413 63 
AAGGAGAAATACCATGACTGAAACTACTCAAACCCCGACCTTCAAACCTAAGAAATCCGT 4494 

IIMMII lllllll IIIIIMIIIIIIIIIlllllll IMMIIIII lllllll 

AAGGAGAAATACCATGACTGAAACTACTCAAACCCCGACCCTCAAACCTAAAAAATCCGT 441423 

TGCGCTTTCAGGCGTTGCGGCCGGTAATACCGCTTTGTGTACCGTTGGCCGCACCCGGCA 4554 
TGCGCTTTCTGGCGTTGCGGCCGCT 

ACGATTTGGAGCTATCGCGGTTACGACATCTTGGATTTGGGCACAAAAATGC - - GTTTGA 4612 

lllllll MIIIIIIIIIMMIIIIM lllllll lllllllllllll Ml I 

ACGATTT-GAGCTATCGCGGTTACGAC ATTCTGGATTT- GGCACAAAAATGCGAGTTTGA 441540 
AGAAGTAGCCCACCTGCTGATTCACGGTC ATCTGCCCAACAAATTCGACGTGGAAGCTTA 4 67 2 

TAAAAGGAAGCTCAAATCCATGCGCGGCCTGCCTATCCGTGT- ATTAAAGTTTTGGGAAA 4731 

Mill MIIIIIMIIMIIIIIIIIIIMIIIIIIIIII IIIIIIIMM Mill 

TAAAACCAAGCTCAAATCCATGCGCGGCCTGCCTATCCGTGTGATTAAAGTTTT-GGAAA 441659 
GCCTGCCTGCACATACCCATCCGGATGGACGGTAATGGCGTACCGGCGGTATCCATGCTG 4791 

lilllllll IIIIIIIIIIm MMIM Mill MIMMIII IIIIIIMIIM 

GCCTGCCTGCACATACCCATCC -GATGGAC-GTAAT-GCGTACCGGC -GTATCCATGCTG 441715 
GGCTGCGTTCATCCCGAACGTGAAAGCCATCCCGGAAAGTGAAGCGCGCGACATCGCCGA 4851 

IIMMII MM MIMMMMIMI 1 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 M 1 1 1 

GGCTGCGTTCATCCTGAACGTGAAAGCCAT-CCGGAAAGTGAAGCGCGCGACATCGCCGA 441774 
CAAACTGATTG-CAGCCTCGG-AGCCTCCTGCTGTACTNGGTATCAATA-TCGCACAACG 4908 

lilllllll I MMIM Ml IIM llllll MINIMI IIMMII 

CAAACTGATCGCCAGCCTCGGCAGCATCCTCTTGTACT-GGTATCAATATTCGCACAACG 441833 
GC AAACGC ATTGA -GTTG -AAGCGACG - AGAGA- CATCGGCGGTCATTTCCTGC AACTGT 4 964 

IMMIIIIIIII MM IIMIIII MM! 1 1 II I 1 1 M I II I II 1 1 1 1 II I M II 

GCAAACGCATTGAGGTTGAAAGCGACGAAGAGACCATCGGCGGTCATTTCCTGCAACTGT 441893 
TNCACGGC-AACGCCCAAGCG-ATCACACATCAAAGCCATGCACGTTTCACTGATTCTGT 5022 

I MMM 1 1 1 L 1 1 1 1 1 L 1 1 Mllllllllll MM IIMMII 

TGCACGGCAAACGCCCAAGCGAATCACACATCAAAGCCATGCACGTTTCACTGATTCTGT 441953 
ATG-CGAACACGAGTTCAACG-TTCTACCTTTACCG 5056 

Ml IMMMMMIIMI IMMMIMMM 

ATGCCGAACACGAGTTCAACGCTTCTACCT7TACCG 441989 



